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*The D614G mutation in the SARS-CoV-2 spike protein reduces S1shedding and increases infectivity. Lizhou Zhang, Cody B Jackson, Huihui Mou, Amrita Ojha, Erumbi S Rangarajan, Tina Izard,
Michael Farzan, Hyeryun Choe. bioRxiv 2020.06.12.148726; doi: https://doi.org/10.1101/2020.06.12.148726

**Rambaut A, Loman N, Pybus O, Barclay W, Barrett J, Carabelli A, et al. Preliminary genomic characterisation of an emergent SARS-CoV-2 lineage in the UK defined by a novel set of spike mutations.
Virological; 2020.
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